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OBJECTIVE

The San Juan City Hospital-hematology oncology department is one of the 
major referral centers on the island for initial evaluation and management of 
AML. 

Retrospective study was to identify the most common cytogenetic and 
molecular abnormalities present in our population. 



METHODS

Examined the frequency of molecular markers in newly diagnosed (ND) patients 
with AML. Patients that were at least 18 years of age or older with cytogenetic 
and molecular analysis. 

Period of 4 years (2019-2022). 

Demographic, bone marrow biopsy, cytogenetics, and molecular markers were 
obtained from electronic medical record at our institution with institutional 
review board approval.



METHODS

MEDICAL RECORD DATABASE 
(ACUTE LEUKEMIA, ACUTE 

MYELOID LEUKEMIA, ACUTE 
MONOCYTIC LEUKEMIA, 
ACUTE MYELOBLASTIC 

LEUKEMIA)

697 RECORDS IDENTIFIED
INCOMPLETE, 

DUPLICATED,OTHER 
DIAGNOSIS

NO MOLECULAR STUDIES
169 RECORDS MEET 

CRITERIA  



RESULTS 169 PATIENTS

FEMALE: 56.21%

MALE 43.79%

AGE AT DX 58.10





MOLECULAR MARKERS 
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Molecular Markers



RUNX1

Regulation and differentiation of normal hematopoietic stem cells.

Mutation of RUNX1 leads to impaired hematopoiesis and ultimately 
leukemia.

Poor outcome observed in AML expressing RUNX1. 

Germline RUNX1 mutations result in the well-described autosomal-dominant 
familial platelet disorder with predisposition to hematologic malignancies. 

RUNX1 in 5-10% of patients at a median age of 68 years old.











RUNX 1

• MEAN AGE: 56.08 (+/- 15.80)

• GENDER

MALE: 46.15%

FEMALE: 53.85%

VAF: 40%

RUNX1 and TP53: 19%

RUNX and complex cytogenetics: 41%



Germline Predisposition 
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YOUNGER PATIENTS WITH AML

HIGH INCIDENCE OF RUNX1

HIGHER VAF FOR RUNX1

POSSIBILITY OF GERMLINE 
MUTATION, NEED TO BE CONSIDER
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